Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.067; wR factor = 0.160; data-to-parameter ratio = 15.7.
Related literature

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2007) T min = 0.980, T max = 0.987 11773 measured reflections 3140 independent reflections 1547 reflections with I > 2(I) R int = 0.066 Refinement R[F 2 > 2(F 2 )] = 0.067 wR(F 2 ) = 0.160 S = 1.02 3140 reflections 200 parameters H-atom parameters constrained Á max = 0.27 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
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The compounds derived from the condensation reaction of aldehydes with benzohydrazides play a vital role in coordination chemistry due to their metal binding property (Sanchez-Lozano et al., 2011; Wang, 2011; Cui et al., 2011) . Moreover, most of such compounds possess effective biological activity (Zhu, 2011; Peng, 2011) . In recent years, a number of such compounds have been reported (Hashemian et al., 2011; Shalash et al., 2010) . In this paper, the title new comound, (E)-N'-(2-Methoxybenzylidene)-3-nitrobenzohydrazide, (I), is reported.
The molecular structure of (I) is shown in Fig Table 1 ).
Experimental 2-Methoxybenzaldehyde (0.136 g, 1 mmol), 3-nitrobenzohydrazide (0.181 g, 1 mmol), and a few drops of acetic acid were mixed in methanol (30 ml). The solution was magnetic stirred at ambient temperature for 10 min until it turns to yellow.
The solution was slowly evaporated in open air to give needle-shaped pale yellow single crystals.
Refinement
H atoms were placed in idealized positions (C-H = 0.93-0.96 Å, N-H = 0.86 Å), and refined as riding, with U iso (H) = 1.2U eq (C, N) or 1.5U eq (C) for methyl H atoms. Fig. 1 . The molecular structure of the title compound with displacement ellipsoids shown at 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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